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In the title compound, C 14 H 15 N 3 OS, the phenyl ring is almost perpendicular to the dimethylpyrimidine group, with a dihedral angle of 88.1 (3) . The Csp 2 -S bond of 1.759 (3) Å is significantly shorter than the Csp 3 -S bond of 1.795 (3) Å due to the p-conjugation.
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The title compound contains a benzene ring and a dimethylpyrimidine ring. The two methyl groups attached to the pyrimidine ring don't deviate from the pyrimidine ring, with an r.m.s. of 0.0082 (4) Å. The dihedral angle between the benzene ring and dimethylpyrimidine ring is 91.9 (3)°, which indicates that the two aromatic rings are almost perpendicular.
The O1-C8-N3-C9 and C8-N3-C9-C14 torsion angles are 2.5 (4) and 164.3 (3)°, indicating that the acetamide is planar with the benzene ring.
Due to the p-π conjugation, the Csp 2 -S bond [S1-C1 = 1.759 (3) Å] is significantly shorter than the Csp 3 -S bond [C7-S1 = 1.795 (3) Å]. These values compare with the values reported in the literatures (Wang et al., 2004 (Wang et al., , 2005 .
Experimental
The title compound was synthesized by the reaction of 2-thio-4,6-dimethyl-pyrimidine(2 mmol) with 2-chloro-Nphenylacetamide (2 mmol) in refluxing ethanol (40 ml). Single crystals suitable for X-ray analysis were grown by slow evaporation of a chloroform-acetone (1:5 v/v) solution.
Refinement
All H atoms were positioned geometrically and refined as riding [N-H = 0.86Å and C-H = 0.93-0.97 Å]. For the NH, CH and CH 2 groups, U iso (H) values were set equal to 1.2U eq (C) and for the methyl groups they were set equal to 1.5U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.10446 (8) C1-S1-C7 100.40 (13) C11-C10-H10 119.9 C1-N1-C2 116.2 (2) C2-C3-C4 118.4 (3) O1-C8-N3 123.9 (2) C2-C3-H3 120.8
